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36 4 6.6% 9
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hilF hilA
c) gah

gah hilA
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gldA gah gldA
111.
Typelll
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-15
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17
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2. V. winificus

V.vulnificus
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-107 -45
-8 -2

(V. cholerae 01)
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metalloprotease(vvpE) phospholipase(vpl)
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L. gormanii
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VI.
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T T

T1(679/2581, 26.3%) T12 (617/2581, 23.9%) T4
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(185/2581, 7.2%) 2000 5
/ A
23
A
17 17 6 35.3 T1
26.3%
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2000 , 52.9 ; 2001 , 35.3%
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The Working

Group for Group A Streptococci in Japan]

/ G
1995 2001
/ G
emm
DNA
slo, sagA, ska, scpA
[

16

Smal

The Working Group for Streptococci in
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coL

tcaAB

MIC

tcaRAB

sar
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3)
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7 ST
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ST
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1
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GGT
GGT (4991
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27 37
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L Lipid A-37 3,4-acyl Lipid A 5-acyl
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XL TNF-

LPS-Lipid A-27  LPS-Lipid A-37

1.
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A 37
NADPH oxidase chronic granulomatous
disease(CGD) ( ( )
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NADPH Oxidase XIl.
NADPH oxidase P
1. S. mutans
CGD Streptococcus mutans
CGD
S. mutans

NADPH oxidase
S.mutans
(PFGE) S. mutans

2. Yersinia pestis A

11 S. mutans

5 45 5%
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3 S. mutans PAc(361-386)
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SRCRP2
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S. mutans
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15 8 53.3 S. mutans
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16 RFP  INH
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401bp
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XV.
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