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Monitorjob[] Howtocite Introduction Howtouse (Sub)typing process Example sequences

Norovirus Genotyping Tool Version 1.0

This tool is designed to use phylogenetic methods in order to identify the norovirus genotype of a nuclegide sequence. EEEE?U ‘i\ Rdpr\ 5 caPSid .ﬁﬁiﬁ
Note for batch analysis: The genotypetool accepts up to 20000 sequences at a time. ~— s \
T ZET & SICThIE. ORFI, ORF2
A :aste or;e or more sequences in FASTA format in the input field. w 9 4 to y 7 ﬁ:ln:%b‘{?% 5 n %

B. upload a FASTA file.
C. revisit results of a previous run

A) Paste nucleotide sequence(s) in FASTA format:

>TCDC8 4

CTGGAACGGGGAGTCCTTCACAGGCAAGCTGGCAGACCAGGCTTCCAAGGCCAACCTGATGTTTGAAGAAGGGAAGAAC
ATGACCCCAGTCTACACAGCTGCGCTCAAGGATGAGTTAGTTAAAACTGACAAAATTTATGGTAAGATCAAGAAGAGGCTT
CTCTGGGGCTCGGACCTGGCGACCATGATCCGGTGTGCTCGAGCATTCGGAGGCCTAATGGATGAACTCAAAGCACACTG

TGTCACACTTCCTATTAGAGTTGGCATGAATATGAATGAGGATGGCCCCATCATCTTCGAGAGGCATTCCAGGTACACATAT D
CACTATGATGCTGATTACTCTCGATGGGATTCAACACAACAGAGAGCCGTGCTGGCAGCAGCTCTAGAAATCATGGTTAAA tE I R d R o w » " \
TTCTCCCCAGAACCACACTTGGCTCAGGTAGTCGCGGAGGACCTTCTCTCTCCTAGCGTGGTGGACGTGGGCGACTTCAC dinl i N p '|1 Z

AATATCAATCAACCACGCTCTTCCCTCTCGGCGTGCCCTGCACCTCCCAATGCAACTCCATCGCCCACTGGCTTCTCACTCT
CTGCGCGCTCTCTCGAAGTCACAAACCTGTCCCCTGATACCATACAGGCTAACTCCCTCTTCTCTTTTTATGGTCGATGATCAA
ATTGTTACTACACACATAAAATTCCACCCACAAAAATTCACAGCAAAGCTCAGAGAATATGGGTTAACACCAACCCGCCC
TCGACAAAACTCAAGCACCCCTTGTCATCTCTCAACACCTCAATCCGCCTAACTTTCCTGCGCAGAACTGTCACTCGCGACC
CAGCTGGTTGGTTTGGAAAACTGCAGCAGAGTTCAATACTCAGGCAAATGTACTGGACTAGGGGTCCCAACCATGGAGAC
CCATCTGAAACAATGATTCCACACTCCCAAAGACCCATACAATTCATGTCCCTACTCGGGCGAGGCCGCCCTCCACCGCCC
AGCATTCTACAGCAAAATCAGCAAATTCGCTCATTGCACAGCTAAAACAGCCTGGCATGGATTTTTACCGTGCCCACACAAG
AGCCAATGTTCAGATGCATCAGATTCTCACATCTCAGCACCTGGCAGGGCCATCGCAATCTGGCTCCCAGTTTTGTCAATG

Star! Clear

ISEACSIE. CapsidfEiEDHTH KLY

B) Or, upload a F. nucleotide sequences:
7274V EEBR | 77 1ILKER
C) Or, revisit results from a previous run:

Job-id: Go!

AT —RIRT V%&iRT

Developed by: RIVM (Harry Vennema, Annelies Kroneman, Marion Koopmans) and MyBioData bvba.
Contact: noronet@rivm.nl
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Norovirus Genotyping Tool Results

You may bookmark this page to revisit results of this job (1495913418) later.

Genus /
Name  Length Report ORF 1 ORF 2 Genome
Genogroup
( = omr g "t
' — ==
TCDC8 | 3599 Report | NoV Il Gll.P4 New Orleans 2 Gll.4 New Orleans 2009 e
L o,  SRps

Download results: XML File Table (Excel format) Table (CSV format) Sequences (Fasta format)

Developed by: RIVM (Harry Vennema, Annelies Kroneman, Manon Koopmans) and MyBioData bvba.
Contact: noronet@rivm.nl
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|B—#sedE A #—HZHEFZ 2015/16>—X > Hh S DNESIDTDFi L WLWREC
Genogroup | Genogroup | Norovirus genogroup unknown
|2EE #haRaC e |2EE Norovirus GI NT
GIN Gl.1 Gl.1 Gi/NM Norovirus GI1.1  (—GI/1)
Gl/2 Gl.2 Gl.2 Gl/2 Norovirus G1.2 (—Gl/2)
Gl/3 Gl.3 Gl.3 Gl/3 Norovirus GI.3 (—Gl/3, GlI/11, Gl/14)
Gl/4 Gl.4 Gl/11
Gl/5 Gl.5 Gl/i14
Gl/6 Gl.6 Gl.4 Gl/4 Norovirus G1.4 (—Gl/4)
Gl/7 Gl.7 Gl.5 Gl/5 Norovirus GI.5 (—Gl/5, GI/9)
Gl/8 Gl.6 GIl/9
Gl/9 Gl.5 Gl.6 Gl/6 Norovirus GI.6 (—Gl/6, GI/8)
GI/10 Gl.8 Gl/8
Gl/11 Gl1.3 Gl.7 Gl/7 Norovirus G1.7 (—Gl/7)
{ Gl/12 NA ’j Gl.8 GI10 Norovirus GI.8 (—GI1/10)
Gl/I13 Gl.9 Gl.9 GI/13 Norovirus GI.9 (—Gl/13)

Gl/14 Gl.3

M



Genogroup Il

|[HZREC #haRaC
Gll/ GIl.1
Gll/2 Gll.2
GII/3 GIL.3
Gll/4 Gll.4
GlI/5 GIL.5
GIl/6 GIl.6
GIl/7 GIL7
GlI/8 GIl.8
GII/9 GIL.9
GIl/10 GIL.10
Gll/11 GIL.17 |
" GlM2 | GIl12 |
GIl/13 Gll.14
Gl 14 GIl.13
Gll/15 GIl.16
Gll/16 Gll.21
(GII/17=GIV) -
GIl/18 Gll.22
GII/19 GIL.15
—~ GIl.11
—~ GIl.18
—~ GI.19
- GIl.20

Genogroup Il

#haREC |HZREC
Gll.1 Gl
Gll.2 GIl/2
GIl.3 GIl/3
Gll.4 Gll/4
GIL.5 GIl/5
Gll.6 Gll/6
GIl.7 GlIl/7
Gll.8 Gll/8
GIl.9 GI1/9
Gl1.10 GIl/10
Gll.11 e
Gll.12 =
Gll.13 Gll/I14
Gll.14 Gll/13
Gll.15 GIll/19
Gl1.16 Gll/15

G118 | -
Gl1.19 -
Gl1.20 -
Gll.21 Gll/16
Gll.22 Gli/18

2015/16>—X>Hh5D

NESID TD# L WLW&REC

Norovirus GII NT

Norovirus Gil.1 (—GIl/1)

Norovirus Gll.2 (—GI1/2)

Norovirus GIl.3 (—GIl1/3)

Norovirus Gll.4 (—GI1l1/4)

Norovirus GII.5 (—GII/5)

Norovirus GIIl.6 (—GI11/6)

Norovirus GIl.7 (—GIN/7)

Norovirus GII.8 (—GI11/8)

Norovirus GII.9 (—GI11/9)

Norovirus GIil1.10 (—GI11/10)

Norovirus Gll.11

Norovirus GIil.12

Norovirus Gl1.13 (—Gll/14)

Norovirus Gil.14 (—GI11/13)

Norovirus GIl.15 (—GI11/19)

Norovirus GI1.16 (—GI11/15)
Norovirus Ga7  coman) |

Norovirus GII.18

Norovirus GIi1.19

Norovirus GIi1.20

Norovirus Gll.21 (—GI11/16)

Norovirus Gll.22

(—GI11/18)




Genogroup Il

Genogroup Il

|HZREC FTIREC
GlI/1 Gll.1
GllI/2 Gll.2
GII/3 Gll.3
Gll/a Gll.4
Gll/5 GIl.5
GIl/6 GIl.6
Gll/7 GIL.7
GlI/8 Gll.8
GII/9 Gll.9
GII/10 GIl.10
| GIM1 | GI17 |
S |y a——
GII/13 Gll.14
Gll/14 Gll.13
GlI/15 GIl.16
Gll/16 Gll.21
(GII/17=GIV) —
GlI/18 Gll.22
GII/19 Gll.15
- GIl.11
= Gll.18
= GIl.19
= GIl1.20

#IREC [SEE
Gil.1 Gl
Gll.2 Gll/2
GIl.3 GIl/3
Gll.4 Gll/4
GIl.5 GIl/S
GIl.6 Gll/6
GIl.7 Gll/7
Gil.8 Gll/8
GIl.9 GIl/9
Gll.10 GIi/10
Gil.11 e
Gll.12 Gll/12
Gil.13 Gll/14
Gll.14 Gll/13
Gll.15 GIll/19
GIil.16 GIll/15
- Gi.17 | GlII1M1 |
TAC] | B | R e
Gll.19 =
GIil.20 =
Gll.21 Gll/16
Gll.22 Gll/18

201516 — X H5D
NESIDT®D# U L\SREC
Norovirus GII NT
Norovirus Gil.1 (—GIl/1)
Norovirus GIl.2 (—GIl/2)
Norovirus GIl.3 (—GIl/3)
Norovirus Gll.4 (—Gl1l/4)
Norovirus GII.5 (—GII/5)
Norovirus GIIl.6 (—GI11/6)
Norovirus GIl.7 (—GIN/7)
Norovirus GIl.8 (—GII/8)
Norovirus GIl.9 (—GI1/9)
Norovirus GIil.10 (—GI1/10)
Norovirus Gll.11
Norovirus GIil.12 (—GIll/12)
Norovirus GIil.13 (—Gl1/14)
Norovirus Gil.14 (—GI11/13)
Norovirus GIl.15 (—GIl1/19)
Norovirus GI1.16 (—GI11/15)
orovirus Gll.17  («GlI11) ;
INorovirus GII.18 |
Norovirus GIil.19
Norovirus GI1.20
Norovirus GIll.21 (—GI1/16)
Norovirus GIll.22 (—GI1/18)
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Genetic analyses of GII.17 norovirus strains in diarrheal
disease outbreaks from December 2014 to March 2015

in Japan reveal a novel polymerase sequence and amino
acid substitutions in the capsid region

Y Matsushima*?, M Ishikawa?, T Shimizu*, A Komane?, S Kasuo3, M Shinohara*, K Nagasawa5, H Kimura5, A Ryo?, N Okabe?,
K Haga®, Y H Doan®, K Katayama®, H Shimizu (shimizu-h@city.kawasaki.jp)*

1. Division of Virology, Kawasaki City Institute for Public Health, Kanagawa, Japan

Department of Microbiology, Yokohama City University School of Medicine, Kanagawa, Japan

Division of Infectious Diseases, Nagano Environmental Conservation Research Institute, Nagano, Japan

. Division of Virology, Saitama Institute of Public Health, Saitama, Japan

Infectious Disease Surveillance Center, National Institute of Infectious Diseases, Tokyo, Japan
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FIGURE 1
World map showing areas where GII.17 norovirus strains have been detected, 1978-2015
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Detection of the novel Gll.17 virus in environmental samples mm Sporadic detection of the novel Gll.17 virus
mm The novel Gll.17 is the predominant genotype mm Major outbreaks of the novel Gll.17 virus

A Sporadic detection of Gll.17 viruses from before the emergence of the novel Gll.17 virus



PERSPECTIVES

Emergence of a novel GII.17 norovirus - End of the

GII.4 era?

M de Graaf (m.degraaf@erasmusmc.nl)?, ) van Beek*?, H Vennema?, A T Podkolzin3, ] Hewitt, F Bucardo®, K Templeton®, ) Mans’,
) Nordgren®, G Reuter®, M Lynch®, L D Rasmussen™®, N Iritani*?, M C Chan3, V Martella’, K Ambert-Balay®, ] Vinjé*, P A White?,
M P Koopmans*2

1. Erasmus MC, Department of Viroscience, Rotterdam, the Netherlands
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5. Department of Microbiology, University of Leon, Nicaragua

6. Department of Medical Microbiology, Royal Infirmary of Edinburgh, Edinburgh, United Kingdom

7. Department of Medical Virology, Faculty of Health Sciences, University of Pretoria, Pretoria, South Africa

8. Division of Molecular Virology, Department of Clinical and Experimental Medicine, Linkoping University, Sweden

9. Regional Laboratory of Virology, National Reference Laboratory of Gastroenteric Viruses, ANTSZ Regional Institute of State

Public Health Service, Pécs, Hungary
10. Department of Microbiology, Mater Misericordiae University Hospital, Dublin, Ireland
11. Virology Surveillance and Research Section, Microbiological Diagnostics and Virology, Statens Serum Institut, Denmark
12. Department of Microbiology, Osaka City Institute of Public Health and Environmental Sciences, Tennoji-ku, Osaka, Japan
13. Department of Microbiology, Chinese University of Hong Kong, China
14. Faculty of Veterinary Medicine, Universita Aldo Moro di Bari, Valenzano, Italy
15. National Reference Center for Enteric Viruses, Laboratory of Virology, CHU of Dijon, Dijon, France
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17. School of Biotechnology and Biomolecular Sciences, Faculty of Science, University of New South Wales, Sydney, Australia
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